
miRBase precursor : dme-mir-2498_MI0011587
Total read count : 49
dme-miR-2498-3p_MIMAT0012211 read count: 30
dme-miR-2498-5p_MIMAT0012210 read count: 19
remaining reads : 0
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dme-miR-2498-5p_MIMAT0012210

dme-miR-2498-3p_MIMAT0012211

cacauuugccauaaucuccuuaaaauaguaaaggcuguuaugcuuauuuuuguguuuuuuacaaaacuggcauucccgucuuacuuauuuucagaaaacuuacaccaaagug -3'5'- exp

(((.((((..........((.((((((((((.(((.(..(((((...(((((((.....)))))))..)))))..).))))))).)))))).))...........))))))) reads mm sample

............................uaaaggcugGuaugcuuauuu............................................................... 1 1 seq

............................uaaaggcuguuaugcuuauuuu.............................................................. 1 0 seq

............................uaaaggcugGuaugcuuauuuu.............................................................. 4 1 seq

............................uaaGggcuguuaugcuuauuuuu............................................................. 1 1 seq

............................uaaaggcugGuaugcuuauuuuu............................................................. 11 1 seq

.............................aaaggcuguuaugcuuauuuuug............................................................ 1 0 seq

..............................................................aaaacuggcauucccgucuuacu........................... 1 0 seq

...............................................................aaacuggcauucccgucuuacu........................... 10 0 seq

................................................................aacuggcauucccgucuuac............................ 1 0 seq

................................................................aacuggcauucccgucuuacu........................... 2 0 seq

................................................................aacuggcauucccgucuuacuu.......................... 14 0 seq

................................................................aacuggcauucccgucuuacuuaA........................ 1 1 seq

.................................................................acuggcauucccgucuuacuuau........................ 1 0 seq


