
miRBase precursor : dme-mir-2494_MI0011583
Total read count : 36
dme-miR-2494-5p_MIMAT0012202 read count: 3
dme-miR-2494-3p_MIMAT0012203 read count: 33
remaining reads : 0
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dme-miR-2494-3p_MIMAT0012203

dme-miR-2494-5p_MIMAT0012202

uccaucuuccgaccggcgaucaguaagugcaccagauugggaauaaccuucaaaagcugcaacuuaaauauucccaguaauguccacuuacaaggagccccugguuggaugggugga -3'5'- exp

((((((((((((((((.(.((.(((((((.((...((((((((((.......................))))))))))...)).)))))))...))..).))))))))).))))))) reads mm sample

......................guaagugcaccagauAgggaa.......................................................................... 1 1 seq

......................guaagugcaccagauugggaa.......................................................................... 2 0 seq

......................................................................uucccaguaauguccacuuaca......................... 1 0 seq

......................................................................uucccaguaauguccacuuacaa........................ 1 0 seq

......................................................................Aucccaguaauguccacuuacaag....................... 1 1 seq

.......................................................................ucccaguaauguccacuuaca......................... 4 0 seq

.......................................................................ucccaguaauguccacuuacaa........................ 7 0 seq

.......................................................................ucccaguaauguccacuuaUaa........................ 1 1 seq

.......................................................................ucccagAaauguccacuuacaa........................ 1 1 seq

.......................................................................ucccaguaauguGcacuuacaa........................ 1 1 seq

.......................................................................ucccaguaauguccacuuacaag....................... 13 0 seq

.......................................................................ucccaguaaugucUacuuacaag....................... 1 1 seq

.......................................................................ucccaguaauguccacuuacaagU...................... 2 1 seq


