miRBase precursor : dme-mir-1_MI0000116
Total read count : 38047
dme-miR-1-3p_MIMATO00003D54@ad count
dme-miR-1-5p_MIMATO0020899 read count
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23 0 seq
.................................................... aAauggaauguaaagaaguauggag 1 seq
Aauggaauguaaagaaguauggag. - 1 seq
auggaauguaaagaaguaugga. -« - -« -« c-.- - 0 seq
auggaauguaaagaaAuaugga. - - -« .- eea--- 1 seq
Guggaauguaaagaaguaugga. - - -« e eewun--- 1 seq
auggaauguaaagaaguauAga. . ... ..eeeeennn 1 seq
auggaauguaaagaagAauggag 1 seq
auggaauguaaagaaguauggag 0 seq
auggaauguaaagaaguauggaA. . ... ...eeen.n 1 1 seq
auggaauguaaagaaguauggCg 1 1 seq
auggaauAuaaagaaguauggag. - 1 1 seq
auggaauguaaagaaguauggug 1 1 seq
auggaauguaaagaaguaCggag.- - - -« - - - vwu--- 2 1 seq
auggaauguaaahaaguauggag.- - -« .- -eea--- 1 1 seq
auggaauguaaagaaguaAggag. « -« .. e e eeennn 1 1 seq
auggaauguaaagaaAuauggag.- - - -« - -cea--- 4 1 seq
auggaauguaaagaaguaugAag. - -« .. -eaa--- 3 1 seq
auggaauguaaagaaguauggGg. - -« .- cwaa- - 4 1 seq
auggaauguaaagaGguauggag.- - - -« - -wen--- 2 1 seq
augUaauguaaagaaguauggag 1 1 seq
augAaauguaaagaaguauggag. . 1 1 seq
auggaaugGaaagaaguauggag 2 1 seq
auggaauguaaagaaguGuggag. - -« .- -wwa- - 1 1 seq
auggaauguaaagaaguauggagl. .. .......... 4 1 seq
....................................................... uggaauguaaagaagual. . - - -« ccacccnanonn- 8 0 seq
....................................................... uggaauguaaagaaCuau. . .. ....ceewuewnnn- 1 1 seq
....................................................... Gggaauguaaagaaguau - - « -« oo cwacmeeann- 1 1 seq
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uggGauguaaagaaguaugga- - -« - - - wwunnn- 3 1 seq
uggaauAuaaagaaguaugga. - - - - aaaaaaaa-- 3 1 seq
uggaauguaaagaGguaugga - -« - - - ceaoonn- 1 1 seq
uggaauguaaagaagCaugga 14 1 seq
uggaauguaaagCaguaugga. - 1 1 seq
uggaaugGaaagaaguaugga. - 3 1 seq
uggaaugCaaagaaguaugga 1 1 seq
uggaauguaaagGaguaugga- - -« - - - ceao-n- 4 1 seq
uggaauguaaagaaguGugga. - -« - - cwanon- 4 1 seq
uggaauguaaagaCguaugga. - .. cecweeuwenn- 2 1 seq
uggaaAguaaagaaguaugga. - - - - - aaaaaaa-- 2 1 seq
uggaauCuaaagaaguaugga- - -« - - - cwuconn- 1 1 seq
uggaauguaaagaagulugga. - .. . ..weawnnn- 20 1 seq
2 1 seq

1 seq
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uggaauguaaagaaguauggag 27785 0 seq
uggalUuguaaagaaguauggag - - 2 1 seq
uggaauguGaagaaguauggag 16 1 seq
uggaauguaaagaagCauggag.- - - - - - ccauuu-- 136 1 seq
uggaaugGaaagaaguauggag.- - - - - -« a- - .- 26 1 seq
uggaauguaaagaaluauggag.- - « - - - v wueon- 35 1 seq
uCgaauguaaagaaguauggag.- - - - - == =cuu-u-- 12 1 seq
uggaauguaaagaaguaulgag. - - - - - cvaoon- 26 1 seq
uggaauguaaagaGguauggag.- « « - - -« wa--n- 70 1 seq
uUgaauguaaagaaguauggag.- - - - - -« aauu--- 17 1 seq
uggaauguaalgaaguauggag- - - - - -« «ac - x- 4 1 seq
uggaauguaaagaaguaGggag 8 1 seq
uggaaugAaaagaaguauggag. - 48 1 seq
uggaauguaaagaaguauggCg 69 1 seq
uggaauguaaagaaguCuggag 36 1 seq
uggaaugCaaagaaguauggag 44 1 seq
uggaauguaaGgaaguauggag 80 1 seq
uggaGuguaaagaaguauggag - . 58 1 seq
uggaauguaaagaaguaugAag 96 1 seq
uggaauguaaagaaguaugCag. - - - - - cwacon- 9 1 seq
uggaauguaaagaaguauggaA. . ... ... oan. 185 1 seq
uggaauguaaaAaaguauggag- - - - - - aa-aaa-- 237 1 seq
....................................................... Aggaauguaaagaaguauggag.- - - - - - cca--n- 1500 1 seq
uggaauguaaagaaguauAgag. -« - - - cwa--en- 95 1 seq
uggaauguaaCgaaguauggag.- - - - - == aauuu-- 15 1 seq
uAgaauguaaagaaguauggag- - - - - - e a- - .- 18 1 seq
uggGauguaaagaaguauggag .- « « - - -« e u--n- 46 1 seq
uggaaugualUagaaguauggag 8 1 seq
uggaauguaaagaagGauggag - - 23 1 seq
uggaCuguaaagaaguauggag 4 1 seq
uggaauguaaagalguauggag 23 1 seq
uggaaAguaaagaaguauggag 72 1 seq
uggaauUuaaagaaguauggag 13 1 seq
uggaauguaaagaaguauggacC. . 14 1 seq
uggaauguaaagaaguaCggag 43 1 seq
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....................................................... Gggaauguaaagaaguauggag. « - « -« v -u-n.-
....................................................... ugCaauguaaagaaguauggag.- - - - - == =cuuu--
....................................................... uggaauguaaagaaguauggug. . - . ... ...
....................................................... uggaauguaaagaaguauggGg- . - - - v w-n-.-
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....................................................... uggaauguaaagaaAuauggag- - - - - -« ---.---
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.......................................................... aauguaaagaaguauggag. - .- - .- ea-wn-n 1 0 seq
........................................................... auguaaagaaguauggag- - -« - --cea--- 3 0 seq



