
miRBase precursor : dme-mir-190_MI0005808
Total read count : 980
dme-miR-190-3p_MIMAT0020848 read count: 58
dme-miR-190-5p_MIMAT0005467 read count: 911
remaining reads : 11
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cgaacuaauugaugguuccagugagauauguuugauauucuugguuguuucauucaaaaguucacccaggaaucaaacauauuauuacugugacccucgc -3'5'- exp

..........((.(((..((((((((((((((((((..((((((.((...(........)..)).)))))))))))))))))).))))))..))).)).. reads mm sample

....Auaauugaugguuccagug............................................................................. 3 1 seq

....cuaauugaugguuccagug............................................................................. 8 0 seq

......................Aagauauguuugauauucuugguu...................................................... 1 1 seq

......................Aagauauguuugauauucuugguug..................................................... 2 1 seq

.......................agauauguuugauauucuu.......................................................... 3 0 seq

.......................agauauguuugauauucuug......................................................... 7 0 seq

.......................agauauguuugauauucuugg........................................................ 28 0 seq

.......................agauauguuugauauucuuggC....................................................... 1 1 seq

.......................agaCauguuugauauucuuggu....................................................... 1 1 seq

.......................agauauguuugauauucuuggu....................................................... 14 0 seq

.......................agauauguuugauauucCuggu....................................................... 1 1 seq

.......................agauauUuuugauauucuugguu...................................................... 1 1 seq

.......................agauauguuugauauucuugguu...................................................... 45 0 seq

.......................agauauguuugauauCcuugguu...................................................... 1 1 seq

.......................aCauauguuugauauucuugguug..................................................... 5 1 seq

.......................agauauguuugauaCucuugguug..................................................... 2 1 seq

.......................agauauguuugauauucuugAuug..................................................... 1 1 seq

.......................agaGauguuugauauucuugguug..................................................... 4 1 seq

.......................agauauguAugauauucuugguug..................................................... 1 1 seq

.......................agauauguuugauauucuugguug..................................................... 698 0 seq

.......................agauauAuuugauauucuugguug..................................................... 1 1 seq

.......................agauauguuugauauucuugguuU..................................................... 3 1 seq

.......................agauauguuugauauucuugUuug..................................................... 2 1 seq

.......................agauauguuugauauucuugguCg..................................................... 3 1 seq

.......................aAauauguuugauauucuugguug..................................................... 1 1 seq

.......................agauauguuugauauucuugguuA..................................................... 6 1 seq

.......................agauauguuugaAauucuugguug..................................................... 1 1 seq

.......................agauauguCugauauucuugguug..................................................... 2 1 seq

.......................agauauguuCgauauucuugguug..................................................... 1 1 seq

.......................agauauguuuCauauucuugguug..................................................... 1 1 seq

.......................agauauguuugauauuUuugguug..................................................... 2 1 seq

.......................agauauguuugauCuucuugguug..................................................... 2 1 seq

.......................agauauUuuugauauucuugguug..................................................... 1 1 seq

.......................aUauauguuugauauucuugguug..................................................... 1 1 seq



cgaacuaauugaugguuccagugagauauguuugauauucuugguuguuucauucaaaaguucacccaggaaucaaacauauuauuacugugacccucgc

dme-miR-190-3p_MIMAT0020848

dme-miR-190-5p_MIMAT0005467

.......................agauauguuugauauucuuUguug..................................................... 2 1 seq

.......................agauauguuugauauucCugguug..................................................... 1 1 seq

.......................agauauguuuAauauucuugguug..................................................... 1 1 seq

.......................agauauguuugauauucuCgguug..................................................... 1 1 seq

.......................agauGuguuugauauucuugguug..................................................... 2 1 seq

.......................Cgauauguuugauauucuugguugu.................................................... 1 1 seq

.......................agauauguuugauauucuugguugu.................................................... 34 0 seq

.......................agauaCguuugauauucuugguugu.................................................... 1 1 seq

.......................agauauguuugauauucuugguugA.................................................... 5 1 seq

.......................agauGuguuugauauucuugguugu.................................................... 1 1 seq

........................gauauguuugauauucuugguug..................................................... 10 0 seq

........................gauauguuugauauucuugguugu.................................................... 1 0 seq

.........................aGauguuugauauucuugg........................................................ 1 1 seq

.........................auauguuugauauucuugguug..................................................... 3 0 seq

..........................Aauguuugauauucuugguug..................................................... 1 1 seq

............................uguuugauauucuugguug..................................................... 1 0 seq

.............................guuugauauucuugguug..................................................... 2 0 seq

...............................................................acccaggaaucaaacauauuauua............. 2 0 seq

................................................................cccaggaaucaaacauauua................ 2 0 seq

................................................................cccaggaaucaaacauauuau............... 10 0 seq

................................................................cccaggaaucaaacaAauuau............... 1 1 seq

................................................................cccaggaaucaaacauaAuau............... 1 1 seq

................................................................cccaggaaCcaaacauauuauu.............. 1 1 seq

................................................................cccaggaaucaaacauauuauu.............. 19 0 seq

................................................................cccaggaaucaaacauauuauua............. 19 0 seq

................................................................cccaggaaucaaacauauuauuaU............ 1 1 seq

................................................................cccaggaaucaaacauauuauuaA............ 2 1 seq


