
miRBase precursor : dme-mir-13a_MI0000133
Total read count : 2675
dme-miR-13a-5p_MIMAT0020795 read count: 84
dme-miR-13a-3p_MIMAT0000118 read count: 2587
remaining reads : 4
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dme-miR-13a-3p_MIMAT0000118

dme-miR-13a-5p_MIMAT0020795

uacguaacuccucaaaggguugugaaaugucgacuauuaucuacucauaucacagccauuuugaugaguuucgug -3'5'- exp

((((.(((((.((((((((((((((.(((..((......))....))).)))))))).)))))).))))).)))) reads mm sample

.......cuccucaaaggguugugaa................................................. 1 0 seq

.......cuccucaaaggguugugaaa................................................ 1 0 seq

.......Auccucaaaggguugugaaau............................................... 1 1 seq

.......cuccucaaaggguugugaaau............................................... 5 0 seq

.......Auccucaaaggguugugaaaug.............................................. 6 1 seq

.......cGccucaaaggguugugaaaug.............................................. 1 1 seq

.......cuccucaaaggguugugaaaug.............................................. 66 0 seq

.......cCccucaaaggguugugaaaug.............................................. 1 1 seq

.......cuccucaaaggguugugGaaug.............................................. 1 1 seq

........uccucaaaggguugugaaaug.............................................. 1 0 seq

.............................ucgacuauuaucuacuca............................ 3 0 seq

.............................Gcgacuauuaucuacuca............................ 1 1 seq

..............................................auaucacagccauuuugaugagu...... 1 0 seq

..............................................auaucacagccauuuugaugaguu..... 5 0 seq

...............................................uaucacagccauuCugauga........ 1 1 seq

...............................................Aaucacagccauuuugaugag....... 1 1 seq

...............................................uaucacagccauuuugaAgag....... 2 1 seq

...............................................uaucacagccauuuugauAag....... 1 1 seq

...............................................uaucacagccauuuugaugag....... 7 0 seq

...............................................uaucacagccauuuugUugagu...... 1 1 seq

...............................................uaucacagccauuuugaGgagu...... 2 1 seq

...............................................uaucacagccauuuuAaugagu...... 1 1 seq

...............................................uaucacagccauuuugCugagu...... 1 1 seq

...............................................Caucacagccauuuugaugagu...... 1 1 seq

...............................................uaucacagccauuuugaugagu...... 227 0 seq

...............................................uaucacagccauuuuUaugagu...... 1 1 seq

...............................................uaucacagccauuuugaugaUu...... 1 1 seq

...............................................uaucacagccauuuugaugagA...... 1 1 seq

...............................................Aaucacagccauuuugaugagu...... 13 1 seq

...............................................uaucacagccauuuugaAgagu...... 7 1 seq

...............................................uaucacagccauuuugaugaguA..... 1 1 seq

...............................................uaucacagccaCuuugaugaguu..... 3 1 seq

...............................................uaucacaCccauuuugaugaguu..... 4 1 seq

...............................................uaCcacagccauuuugaugaguu..... 3 1 seq



uacguaacuccucaaaggguugugaaaugucgacuauuaucuacucauaucacagccauuuugaugaguuucgug

dme-miR-13a-3p_MIMAT0000118

dme-miR-13a-5p_MIMAT0020795

...............................................uaucacagccauuuugUugaguu..... 3 1 seq

...............................................uaucacagccauuuAgaugaguu..... 1 1 seq

...............................................uaucacagccauuuGgaugaguu..... 1 1 seq

...............................................uaucacagccauuuugaugaguC..... 6 1 seq

...............................................uaucacagcAauuuugaugaguu..... 1 1 seq

...............................................uaucacagccauuCugaugaguu..... 1 1 seq

...............................................uaucacagccauuuuAaugaguu..... 5 1 seq

...............................................uaucacagccauuuugaugaguG..... 1 1 seq

...............................................uaucacagccauuuugaugagCu..... 3 1 seq

...............................................uaucacagccauuuugaugaAuu..... 4 1 seq

...............................................uaucacagccauuuugaugaguu..... 1988 0 seq

...............................................Caucacagccauuuugaugaguu..... 9 1 seq

...............................................uaucGcagccauuuugaugaguu..... 4 1 seq

...............................................uaucacagccauuuugaAgaguu..... 7 1 seq

...............................................uaucacagccauuuugaugUguu..... 1 1 seq

...............................................uaGcacagccauuuugaugaguu..... 5 1 seq

...............................................uaucacagccauuuugaGgaguu..... 1 1 seq

...............................................uaucacagccauuuugaugagGu..... 3 1 seq

...............................................uaAcacagccauuuugaugaguu..... 1 1 seq

...............................................uaucacaUccauuuugaugaguu..... 1 1 seq

...............................................uaucacagccauuuuUaugaguu..... 2 1 seq

...............................................uaucacGgccauuuugaugaguu..... 3 1 seq

...............................................uCucacagccauuuugaugaguu..... 1 1 seq

...............................................uaucacagccauuuugGugaguu..... 6 1 seq

...............................................uaucacagAcauuuugaugaguu..... 3 1 seq

...............................................Aaucacagccauuuugaugaguu..... 132 1 seq

...............................................uaucacagccauuuugaugGguu..... 2 1 seq

...............................................uaucacagccauuuugauAaguu..... 3 1 seq

...............................................uaucacagccCuuuugaugaguu..... 2 1 seq

...............................................uaucacagGcauuuugaugaguu..... 1 1 seq

...............................................uaucUcagccauuuugaugaguu..... 1 1 seq

...............................................uaucacagccauuuugauUaguu..... 4 1 seq

...............................................uaucacagccGuuuugaugaguu..... 3 1 seq

...............................................uaucacagccauCuugaugaguu..... 4 1 seq

...............................................uaucacagccauuuugCugaguu..... 4 1 seq

...............................................uGucacagccauuuugaugaguu..... 1 1 seq

...............................................Gaucacagccauuuugaugaguu..... 7 1 seq

...............................................uaucacaAccauuuugaugaguu..... 1 1 seq

...............................................uaucacagccauuuugaugaUuu..... 6 1 seq

...............................................uaucacagccauuGugaugaguu..... 2 1 seq

...............................................uaucacagccauuuCgaugaguu..... 4 1 seq

...............................................uauAacagccauuuugaugaguu..... 2 1 seq

...............................................uaucaUagccauuuugaugaguu..... 2 1 seq

...............................................uaucacagccauuuugaugCguu..... 8 1 seq

...............................................uaucacagcUauuuugaugaguu..... 2 1 seq

...............................................Aaucacagccauuuugaugaguuu.... 2 1 seq

...............................................uaucacagccauuuugaugaguuA.... 6 1 seq

...............................................uaucacagccauuuugaugaguuu.... 17 0 seq

...............................................uaucacagccauuuugaAgaguuu.... 1 1 seq

................................................aucacagccauuuugaugaguu..... 6 0 seq

.................................................ucacagccauuuugaugagu...... 3 0 seq

.................................................ucacagccauuuugaugaguu..... 15 0 seq


