
miRBase precursor : dme-mir-133_MI0000362
Total read count : 699
dme-miR-133-5p_MIMAT0020806 read count: 25
remaining reads : 674
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accugcaacacuguguguagcugguugacaucgggucagaucuguuuuucaagcauuugguccccuucaaccagcuguagccagugguugaugacaac -3'5'- exp

.....((((((((..(((((((((((((....((..(((((((........)).)))))..))...)))))))))))))..)))).))))........ reads mm sample

..................agcugguugacaucggguc............................................................. 1 0 seq

..................agcugguugacaucgggucaga.......................................................... 1 0 seq

..................agcugguugacaucgggucagaG......................................................... 1 1 seq

..................agcugguugacaAcgggucagau......................................................... 1 1 seq

..................agcugguugacaucgggucagau......................................................... 21 0 seq

.......................................................Auugguccccuucaaccagcu...................... 3 1 seq

.......................................................Auugguccccuucaaccagcugu.................... 2 1 seq

........................................................uugguccccuucaaccag........................ 1 0 seq

........................................................uugguccccuucaaccagc....................... 1 0 seq

........................................................uugguccccuucaaccaAcu...................... 1 1 seq

........................................................Cugguccccuucaaccagcu...................... 1 1 seq

........................................................uugguccccuucaaccagcu...................... 11 0 seq

........................................................uugguccccuCcaaccagcu...................... 1 1 seq

........................................................uugguccccuAcaaccagcug..................... 1 1 seq

........................................................uugguccccuucaacGagcug..................... 1 1 seq

........................................................uugguccccuucCaccagcug..................... 1 1 seq

........................................................uugguccccuucaaccagcug..................... 76 0 seq

........................................................uugguccccuucaaccagcAg..................... 1 1 seq

........................................................uugguccccuucaaccagcCg..................... 1 1 seq

........................................................uugguAcccuucaaccagcug..................... 1 1 seq

........................................................uugguccccCucaaccagcug..................... 4 1 seq

........................................................uugguccccuCcaaccagcug..................... 5 1 seq

........................................................uugguccccuucaaccaCcug..................... 1 1 seq

........................................................uugguccccuucaaccagcuUu.................... 2 1 seq

........................................................uugguccccuucaaccagcugu.................... 494 0 seq

........................................................uugguccccuucCaccagcugu.................... 1 1 seq

........................................................uugguccccuucaaccagcAgu.................... 1 1 seq

........................................................uugCuccccuucaaccagcugu.................... 1 1 seq

........................................................uugguccccuucaaccagcuCu.................... 2 1 seq

........................................................uugguccccuucaaccagcugA.................... 4 1 seq

........................................................uugguccccuucaaUcagcugu.................... 1 1 seq

........................................................uugAuccccuucaaccagcugu.................... 4 1 seq

........................................................uugguccGcuucaaccagcugu.................... 1 1 seq

........................................................uugguccccuucaaccagcuAu.................... 1 1 seq

........................................................uugguccccuucaCccagcugu.................... 1 1 seq



accugcaacacuguguguagcugguugacaucgggucagaucuguuuuucaagcauuugguccccuucaaccagcuguagccagugguugaugacaac
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........................................................uugguccccuucaaAcagcugu.................... 2 1 seq

........................................................uugguccccuucGaccagcugu.................... 3 1 seq

........................................................uugguccccuucaaccaAcugu.................... 3 1 seq

........................................................Augguccccuucaaccagcugu.................... 2 1 seq

........................................................uugguccccuucUaccagcugu.................... 2 1 seq

........................................................uuggGccccuucaaccagcugu.................... 2 1 seq

........................................................uugguccccCucaaccagcugu.................... 2 1 seq

........................................................uugguccccuAcaaccagcugu.................... 5 1 seq

........................................................uugguccccuucaaccagUugu.................... 1 1 seq

........................................................uugguccccuucaacUagcugu.................... 1 1 seq

........................................................uugguccccuucaaccagcugC.................... 3 1 seq

........................................................uugguccccuCcaaccagcugu.................... 5 1 seq

........................................................uugguccccuucaaccaCcugu.................... 2 1 seq

........................................................uugguGcccuucaaccagcugu.................... 2 1 seq

........................................................uugguccccuucaaccUgcugu.................... 3 1 seq

........................................................uuggCccccuucaaccagcugu.................... 1 1 seq

........................................................uugguccccuucaaccagcugua................... 2 0 seq

........................................................uugguccccuucaaccagcuguU................... 3 1 seq

.........................................................uUguccccuucaaccagcug..................... 1 1 seq

.........................................................ugguccccuucaaccagcugu.................... 2 0 seq

.........................................................uUguccccuucaaccagcugu.................... 1 1 seq


