
miRBase precursor : dme-mir-11_MI0000131
Total read count : 20399
dme-miR-11-5p_MIMAT0020793 read count: 523
dme-miR-11-3p_MIMAT0000116 read count: 19875
remaining reads : 1
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gcacuugucaagaacuuucucugugacccgcguguacuuaaaagccgcaucacagucugaguucuugcugagugc -3'5'- exp

(((((((.(((((((((...((((((...(((.((........))))).))))))...))))))))).))))))) reads mm sample

........caagaacuuucucuguga................................................. 1 0 seq

........caagaacuuucucugugac................................................ 3 0 seq

........caagaacuuucucugugacc............................................... 12 0 seq

........caagaacuuucucuguAaccc.............................................. 1 1 seq

........caagaacuuucucugugaccc.............................................. 33 0 seq

........Aaagaacuuucucugugaccc.............................................. 4 1 seq

........caagaacuCucucugugaccc.............................................. 1 1 seq

........caagCacuuucucugugacccg............................................. 1 1 seq

........caagaacuuucucuguUacccg............................................. 3 1 seq

........caagaacuuucucugCgacccg............................................. 4 1 seq

........caagaacuuucucugugacccA............................................. 5 1 seq

........caagaacuuucucugugacUcg............................................. 1 1 seq

........Uaagaacuuucucugugacccg............................................. 1 1 seq

........caagaacuuucucuAugacccg............................................. 1 1 seq

........caCgaacuuucucugugacccg............................................. 1 1 seq

........caaUaacuuucucugugacccg............................................. 2 1 seq

........caagaacuuucuUugugacccg............................................. 1 1 seq

........caagaacuuucCcugugacccg............................................. 1 1 seq

........caagaacuuucucuguAacccg............................................. 2 1 seq

........caagaacuCucucugugacccg............................................. 1 1 seq

........caagaacuuucucugugacccg............................................. 388 0 seq

........caagaacuuucucugugGcccg............................................. 2 1 seq

........caaAaacuuucucugugacccg............................................. 1 1 seq

........caagaacuuucucGgugacccg............................................. 1 1 seq

........Aaagaacuuucucugugacccg............................................. 48 1 seq

........caGgaacuuucucugugacccg............................................. 1 1 seq

........caagaacuuucucugugacccgU............................................ 1 1 seq

........caagaacuuucucugugacccgA............................................ 1 1 seq

........caagaacuuucucugugacccgcg........................................... 1 0 seq

..........................cccgcguguacuuaaaagccgcauca....................... 1 0 seq

..............................................Acaucacagucugaguucuugc....... 4 1 seq

..............................................Acaucacagucugaguucuugcu...... 16 1 seq

...............................................caucacagucugaguucu.......... 5 0 seq

...............................................caucacagucugaguuUu.......... 1 1 seq
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...............................................caucacagucugaguucuu......... 10 0 seq

...............................................Aaucacagucugaguucuu......... 1 1 seq

...............................................caucacagGcugaguucuug........ 1 1 seq

...............................................caucacagucugaguuUuug........ 3 1 seq

...............................................caucacagucAgaguucuug........ 1 1 seq

...............................................caucGcagucugaguucuug........ 1 1 seq

...............................................caucacagucugaguucuuA........ 1 1 seq

...............................................caucacagucugaguucuug........ 165 0 seq

...............................................Aaucacagucugaguucuug........ 1 1 seq

...............................................caucacagucugaguGcuugc....... 1 1 seq

...............................................caCcacagucugaguucuugc....... 3 1 seq

...............................................cGucacagucugaguucuugc....... 4 1 seq

...............................................caucacagucugaAuucuugc....... 4 1 seq

...............................................caucacagucugaguucCugc....... 4 1 seq

...............................................caucacagucAgaguucuugc....... 3 1 seq

...............................................Aaucacagucugaguucuugc....... 68 1 seq

...............................................caGcacagucugaguucuugc....... 2 1 seq

...............................................caucacagucugaguucuugA....... 9 1 seq

...............................................Gaucacagucugaguucuugc....... 1 1 seq

...............................................caucacagucugaguuGuugc....... 1 1 seq

...............................................caucacagucugCguucuugc....... 3 1 seq

...............................................caucacagucugaguuUuugc....... 6 1 seq

...............................................caucacagucuAaguucuugc....... 5 1 seq

...............................................caucaAagucugaguucuugc....... 1 1 seq

...............................................caucacaAucugaguucuugc....... 2 1 seq

...............................................cauUacagucugaguucuugc....... 2 1 seq

...............................................caucacagucugaguucuugU....... 11 1 seq

...............................................caucacagucugaguCcuugc....... 3 1 seq

...............................................caucacGgucugaguucuugc....... 1 1 seq

...............................................caucacagucugaCuucuugc....... 2 1 seq

...............................................caucacagucugaguucuGgc....... 3 1 seq

...............................................caucacagucuCaguucuugc....... 2 1 seq

...............................................caucacagucugaguucuugG....... 1 1 seq

...............................................caucacagucugaguucuCgc....... 5 1 seq

...............................................caucacagucugaguucAugc....... 1 1 seq

...............................................caucacagucCgaguucuugc....... 9 1 seq

...............................................caucUcagucugaguucuugc....... 1 1 seq

...............................................caucacagucugaUuucuugc....... 4 1 seq

...............................................caucacagCcugaguucuugc....... 3 1 seq

...............................................cCucacagucugaguucuugc....... 1 1 seq

...............................................cUucacagucugaguucuugc....... 1 1 seq

...............................................caucacaguUugaguucuugc....... 3 1 seq

...............................................caucacCgucugaguucuugc....... 1 1 seq

...............................................caucGcagucugaguucuugc....... 3 1 seq

...............................................caucacagucugaguucuAgc....... 1 1 seq

...............................................Uaucacagucugaguucuugc....... 3 1 seq

...............................................caucacagucugUguucuugc....... 4 1 seq

...............................................caucacagucugaguucuuAc....... 3 1 seq

...............................................caucacagGcugaguucuugc....... 2 1 seq

...............................................caucacagucGgaguucuugc....... 1 1 seq

...............................................caucaGagucugaguucuugc....... 4 1 seq

...............................................caucacagucugagGucuugc....... 4 1 seq

...............................................caucacagucugagCucuugc....... 8 1 seq

...............................................caucacagucugaguuAuugc....... 1 1 seq

...............................................caucacagucugaguucuuUc....... 3 1 seq

...............................................caucacagucugGguucuugc....... 8 1 seq

...............................................caucacagucugaguAcuugc....... 3 1 seq

...............................................caucacagucugagAucuugc....... 1 1 seq

...............................................caucaUagucugaguucuugc....... 3 1 seq

...............................................caucacaUucugaguucuugc....... 2 1 seq

...............................................caucacagucugaguucuugc....... 2196 0 seq

...............................................caucaUagucugaguucuugcu...... 9 1 seq

...............................................caucacagucugaguCcuugcu...... 39 1 seq

...............................................caucacagucugaguuUuugcu...... 21 1 seq

...............................................caucacagucugaguucuuUcu...... 18 1 seq

...............................................caucCcagucugaguucuugcu...... 5 1 seq

...............................................caucacagucugaguucCugcu...... 17 1 seq

...............................................caucacUgucugaguucuugcu...... 1 1 seq

...............................................caucacagucugaguucAugcu...... 12 1 seq
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...............................................caucacaCucugaguucuugcu...... 9 1 seq

...............................................caucGcagucugaguucuugcu...... 25 1 seq

...............................................caucacagucGgaguucuugcu...... 4 1 seq

...............................................caucacagucuAaguucuugcu...... 20 1 seq

...............................................caGcacagucugaguucuugcu...... 27 1 seq

...............................................caucacagucugaguucuGgcu...... 12 1 seq

...............................................caucacagucCgaguucuugcu...... 27 1 seq

...............................................cCucacagucugaguucuugcu...... 17 1 seq

...............................................caucacaguUugaguucuugcu...... 10 1 seq

...............................................caucacagucugaguucuugcC...... 34 1 seq

...............................................caucacagucugaAuucuugcu...... 28 1 seq

...............................................caCcacagucugaguucuugcu...... 30 1 seq

...............................................caucacagucuUaguucuugcu...... 16 1 seq

...............................................caucacagucugagCucuugcu...... 53 1 seq

...............................................caucacaAucugaguucuugcu...... 10 1 seq

...............................................cUucacagucugaguucuugcu...... 4 1 seq

...............................................caucacaUucugaguucuugcu...... 21 1 seq

...............................................Uaucacagucugaguucuugcu...... 18 1 seq

...............................................cauUacagucugaguucuugcu...... 9 1 seq

...............................................caucacagucugagGucuugcu...... 20 1 seq

...............................................caucacagucugaguuAuugcu...... 7 1 seq

...............................................cauAacagucugaguucuugcu...... 4 1 seq

...............................................cGucacagucugaguucuugcu...... 19 1 seq

...............................................caucacagucugaguGcuugcu...... 4 1 seq

...............................................caucacCgucugaguucuugcu...... 10 1 seq

...............................................caucacagucugaguuGuugcu...... 2 1 seq

...............................................caucacagucugagAucuugcu...... 18 1 seq

...............................................Aaucacagucugaguucuugcu...... 1274 1 seq

...............................................caucacagucugaguucuugGu...... 2 1 seq

...............................................caucacagucugaguucuugcA...... 232 1 seq

...............................................caAcacagucugaguucuugcu...... 2 1 seq

...............................................caucacagucugaguucuuCcu...... 3 1 seq

...............................................caucacagucugaguucuCgcu...... 16 1 seq

...............................................caucacagucugaguucuAgcu...... 3 1 seq

...............................................caucacaguAugaguucuugcu...... 3 1 seq

...............................................caucacagucugaguAcuugcu...... 16 1 seq

...............................................caucacagucugaguucuuAcu...... 19 1 seq

...............................................caucacagucugaguucuugcG...... 6 1 seq

...............................................caucacagAcugaguucuugcu...... 10 1 seq

...............................................caucacagucugaguucuugAu...... 9 1 seq

...............................................caucaAagucugaguucuugcu...... 1 1 seq

...............................................caucacagucugaguucuugcu...... 13860 0 seq

...............................................caucacagucugUguucuugcu...... 22 1 seq

...............................................caucacagucuCaguucuugcu...... 7 1 seq

...............................................caucacagucugaUuucuugcu...... 13 1 seq

...............................................caucacagucugCguucuugcu...... 62 1 seq

...............................................cauGacagucugaguucuugcu...... 1 1 seq

...............................................caucacagucAgaguucuugcu...... 10 1 seq

...............................................caucacagucugaguucuugUu...... 20 1 seq

...............................................Gaucacagucugaguucuugcu...... 2 1 seq

...............................................caucacagucugaguucGugcu...... 9 1 seq

...............................................caucacagGcugaguucuugcu...... 24 1 seq

...............................................caucacagucugaCuucuugcu...... 1 1 seq

...............................................caucaGagucugaguucuugcu...... 11 1 seq

...............................................caucacagucugGguucuugcu...... 41 1 seq

...............................................caucacGgucugaguucuugcu...... 21 1 seq

...............................................caucacagCcugaguucuugcu...... 38 1 seq

...............................................caucacagucugaguucuugcug..... 7 0 seq

...............................................Aaucacagucugaguucuugcug..... 1 1 seq

...............................................caucacagucugaguucuugcAg..... 2 1 seq

...............................................caucacagucugaguucuugcuU..... 121 1 seq

...............................................caucacagucugaguucuugcuC..... 13 1 seq

...............................................caucacagucugaguucuugcuA..... 582 1 seq

...............................................caucacagucugaguucGugcug..... 1 1 seq

...............................................caucacagucugaguucuugcuAa.... 156 1 seq

................................................aucacagucugagCucuugc....... 1 1 seq

................................................aucacagucugaguucuugc....... 4 0 seq

................................................aucacagucugaguucuugcu...... 19 0 seq

................................................aucacagucugaAuucuugcu...... 1 1 seq
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................................................Cucacagucugaguucuugcu...... 1 1 seq

................................................aucacagucugaguucCugcu...... 1 1 seq

.................................................ucacagucugaguucuugc....... 1 0 seq

.................................................ucacagucugaguucuugcu...... 6 0 seq

.................................................Ccacagucugaguucuugcu...... 1 1 seq

..................................................cacagucugaguucuugcu...... 6 0 seq

...................................................acagucugaguucuugcu...... 2 0 seq


