
miRBase precursor : dme-mir-1013_MI0005874
Total read count : 53
dme-miR-1013-3p_MIMAT0005026 read count: 53
remaining reads : 0
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dme-miR-1013-3p_MIMAT0005026

gugaguuucguacacuuaauuaauaggaucggccguuaauaaaaguaugccgaacucgcag -3'5'- exp

((((((((.(((.((((.((((((.((.....))))))))..)))).))).)))))))).. reads mm sample

.....................................aauaaaaguaugccgaacucgc.. 3 0 seq

......................................auaaaaguaugccgaacucg... 4 0 seq

......................................auaaaaguaugccgaCcucgc.. 1 1 seq

......................................auaaaaguaugccgaGcucgc.. 1 1 seq

......................................auaaaaguaugccgaacucgc.. 16 0 seq

......................................auaaaaAuaugccgaacucgc.. 1 1 seq

......................................auaaaaguaugccgaacucgca. 1 0 seq

......................................auaaaaguaugccgaacucgcag 19 0 seq

......................................auaaaaguaugccgaGcucgcag 1 1 seq

.......................................uaaaaguaugccgaacucgcag 5 0 seq

........................................aaaaguaugccgaacucgcag 1 0 seq


