
miRBase precursor : dme-mir-1010_MI0005871
Total read count : 617
dme-miR-1010-3p_MIMAT0005023 read count: 287
dme-miR-1010-5p_MIMAT0020905 read count: 329
remaining reads : 1
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dme-miR-1010-5p_MIMAT0020905

dme-miR-1010-3p_MIMAT0005023

guaagugguguagaugaaacaaauuuaccaacaauuuuguuggauuguuucaccuaucguuccauuugcag -3'5'- exp

((((((((.((((.((((((((.....((((((....)))))).)))))))).))))....)))))))).. reads mm sample

guaagugguguagaugaa..................................................... 2 0 seq

guaaguUguguagaugaaac................................................... 1 1 seq

guaagugguguagaugaaac................................................... 19 0 seq

guaagugguguagaugaaaA................................................... 2 1 seq

guaagugguguagaugGaaca.................................................. 1 1 seq

guaagugguguagauAaaaca.................................................. 1 1 seq

Auaagugguguagaugaaaca.................................................. 1 1 seq

guaagugguguagaugUaaca.................................................. 2 1 seq

guaagugguguagaugaaaca.................................................. 286 0 seq

guaagugguguagaugaaacG.................................................. 1 1 seq

guaaguggCguagaugaaaca.................................................. 2 1 seq

gGaagugguguagaugaaaca.................................................. 2 1 seq

guaagGgguguagaugaaaca.................................................. 1 1 seq

guaagugguguagaugaaacaa................................................. 3 0 seq

guaagugguguagaugaaacaaauu.............................................. 2 0 seq

guaagugguguagaugaaacaaauuu............................................. 2 0 seq

guaagugguguagaugaaacaaauuua............................................ 1 0 seq

.uaagugguguagaugaaacaa................................................. 1 0 seq

...............................................uuucaccuaucguuccauuug... 8 0 seq

...............................................uuuUaccuaucguuccauuugc.. 1 1 seq

...............................................uuucaccuaucgCuccauuugc.. 1 1 seq

...............................................uuucaccuaucguuccauuugc.. 37 0 seq

...............................................uuucaccuaucguuUcauuugca. 1 1 seq

...............................................uuucaccuaucgCuccauuugca. 1 1 seq

...............................................uuucacAuaucguuccauuugca. 1 1 seq

...............................................Auucaccuaucguuccauuugca. 1 1 seq

...............................................uuucaccuaucguuccauuugca. 76 0 seq

...............................................Cuucaccuaucguuccauuugca. 1 1 seq

...............................................uuucaccuaucguuccauuugcaA 14 1 seq

...............................................uuucaccuaucguuccauuugcag 133 0 seq

...............................................uuucaccuaucgCuccauuugcag 2 1 seq

...............................................uuucaccuaucgAuccauuugcag 1 1 seq

...............................................uuucaccuaucguuccauuugcaU 1 1 seq

...............................................uuucaccuaucguucAauuugcag 1 1 seq



guaagugguguagaugaaacaaauuuaccaacaauuuuguuggauuguuucaccuaucguuccauuugcag

dme-miR-1010-5p_MIMAT0020905

dme-miR-1010-3p_MIMAT0005023

...............................................uuucaccuaucguuccGuuugcag 1 1 seq

...............................................uuucaccuaucguuccauuuCcag 1 1 seq

...............................................uuucaccuaucguuccauuugcaC 1 1 seq

...............................................uuucaccuauUguuccauuugcag 1 1 seq

................................................uucaccuaucguuccauuugc.. 1 0 seq

................................................uucaccuaucguuccauuCgca. 1 1 seq

................................................uucaccuaucguuccauuugca. 1 0 seq


