
miRBase precursor : dme-mir-100_MI0000378
Total read count : 126
dme-miR-100-5p_MIMAT0000357 read count: 111
dme-miR-100-3p_MIMAT0020818 read count: 15
remaining reads : 0
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dme-miR-100-3p_MIMAT0020818

dme-miR-100-5p_MIMAT0000357

ccauuaacagaaacccguaaauccgaacuugugcuguuuuauaucuguuacaagaccggcauuaugggagucugucaaugcaaacaacugguuuuuggca -3'5'- exp

.((((.(((((..(((((((..(((..(((((((.(........).).))))))..)))..)))))))..))))).)))).................... reads mm sample

..........aaacccguaaauccgaacuugug................................................................... 1 0 seq

...........aacccguaaauccgaaUuugu.................................................................... 1 1 seq

...........aacccguaaaCccgaacuugu.................................................................... 1 1 seq

...........aacccgAaaauccgaacuugu.................................................................... 1 1 seq

...........aacccguaGauccgaacuugu.................................................................... 1 1 seq

...........aacccguaaauccgaacuugu.................................................................... 8 0 seq

...........aacccguaaaucGgaacuugug................................................................... 1 1 seq

...........aacccguaaauccgaacuGgug................................................................... 2 1 seq

...........aacccguaaauccAaacuugug................................................................... 2 1 seq

...........Gacccguaaauccgaacuugug................................................................... 1 1 seq

...........aacccguaaaCccgaacuugug................................................................... 1 1 seq

...........aacccguaaauccgaacuugGg................................................................... 1 1 seq

...........aacccguaaauccgaaUuugug................................................................... 1 1 seq

...........aaccUguaaauccgaacuugug................................................................... 1 1 seq

...........aacccguaaauccgaacuugug................................................................... 78 0 seq

...........aacccguaGauccgaacuugug................................................................... 3 1 seq

...........aacccguaaauccgaacAugug................................................................... 1 1 seq

...........aacccguaaauccgaacuugugU.................................................................. 1 1 seq

...........aacccguaGauccgaacuugugc.................................................................. 3 1 seq

............acccguaaauccgaacuugug................................................................... 2 0 seq

.................................................Ccaagaccggcauuaugggagu............................. 1 1 seq

..................................................caagaccggcauuaugggag.............................. 1 0 seq

..................................................caagaccggcauuaugggagu............................. 1 0 seq

..................................................caagaccggcauuaugggaguc............................ 11 0 seq

..................................................caagGccggcauuaugggaguc............................ 1 1 seq


