
miRBase precursor : dme-mir-1008_MI0005869
Total read count : 281
dme-miR-1008-5p_MIMAT0032028 read count: 8
dme-miR-1008-3p_MIMAT0005021 read count: 273
remaining reads : 0
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dme-miR-1008-3p_MIMAT0005021

dme-miR-1008-5p_MIMAT0032028

guaaauaucuaaaguugaacuuggccaauggcaagucacagcuuuuuguguuuacag -3'5'- exp

((((((((..(((((((.(((((.(....).)))))..)))))))..)))))))).. reads mm sample

guaaauaucuaaaguugaacu.................................... 8 0 seq

..................................gucacagcuuuuuguguuuaca. 4 0 seq

...................................ucacagcuuuuuguguuu.... 1 0 seq

...................................ucacagcuuuuuguguuua... 1 0 seq

...................................ucacagcuuuuuguguuuac.. 17 0 seq

...................................Acacagcuuuuuguguuuaca. 3 1 seq

...................................ucacagcuuuuuAuguuuaca. 1 1 seq

...................................ucacagcuuuuugGguuuaca. 1 1 seq

...................................ucacagcuuAuuguguuuaca. 1 1 seq

...................................ucacagcuuuuuguguuuaca. 83 0 seq

...................................ucacagcuuuuuguguAuaca. 1 1 seq

...................................ucacagcuuuuuCuguuuaca. 1 1 seq

...................................ucacagcuuuuuguguuAacag 1 1 seq

...................................ucacagcuuuuuguguuuacaA 3 1 seq

...................................ucacagcuuuuuguguuuaUag 1 1 seq

...................................Acacagcuuuuuguguuuacag 2 1 seq

...................................ucacagcuuuuuguguuCacag 1 1 seq

...................................ucacagcuuuuuguguuuacag 142 0 seq

...................................ucacagcuuuuuguguuuacaC 1 1 seq

....................................Aacagcuuuuuguguuuacag 2 1 seq

....................................cacagcuuuuuguguuuacag 6 0 seq


