
miRBase precursor : dme-mir-1003_MI0005864
Total read count : 1688
dme-miR-1003-5p_MIMAT0020902 read count: 47
dme-miR-1003-3p_MIMAT0005016 read count: 1638
remaining reads : 3
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dme-miR-1003-5p_MIMAT0020902

dme-miR-1003-3p_MIMAT0005016

guggguaucuggaugugguuggcucuggcgguccucucacauuuacauauucacag -3'5'- exp

((((((((.(((((((((..((..(....)..))..))))))))).)))))))).. reads mm sample

guggguaucuggauguggu..................................... 1 0 seq

guggguaucuggaugugguu.................................... 2 0 seq

guggguaucuggGugugguug................................... 1 1 seq

guggguaucuggaugugguug................................... 10 0 seq

guggguaucuggaugugguugg.................................. 31 0 seq

guggguaucuggauAugguugg.................................. 1 1 seq

guggguaucuggaugugguuggU................................. 1 1 seq

.....................gcucuggcgguccucucacauuua........... 2 0 seq

.....................gcucuggcgguccucucacauuuacau........ 1 0 seq

.................................Aucucacauuuacauauucaca. 1 1 seq

.................................Aucucacauuuacauauucacag 1 1 seq

..................................ucucacauuuacauauuca... 8 0 seq

..................................Acucacauuuacauauuca... 2 1 seq

..................................Ccucacauuuacauauuca... 1 1 seq

..................................ucucacauuuacauaAuca... 1 1 seq

..................................ucucacauuuacauaCucac.. 1 1 seq

..................................ucucacauuuacaAauucac.. 1 1 seq

..................................ucucacauuuacauauuUac.. 1 1 seq

..................................ucucacauuuacauauuGac.. 1 1 seq

..................................ucucacauuuacauauucac.. 50 0 seq

..................................ucucacauuuacauauucacC. 2 1 seq

..................................ucucacauuuacaAauucaca. 1 1 seq

..................................ucucacaGuuacauauucaca. 1 1 seq

..................................ucucacauuuacauauucacG. 2 1 seq

..................................ucucacaCuuacauauucaca. 1 1 seq

..................................ucucacauuuacaCauucaca. 1 1 seq

..................................ucucacauuuacauauucaca. 351 0 seq

..................................ucucacauuuacauauucaUa. 1 1 seq

..................................ucucacauuuacauauAcaca. 1 1 seq

..................................Acucacauuuacauauucaca. 4 1 seq

..................................ucucacauuuacauauucGca. 1 1 seq

..................................ucucacauuuacGuauucaca. 1 1 seq

..................................ucucacauuuacauUuucaca. 1 1 seq

..................................ucucacauuuacauaAucaca. 3 1 seq



guggguaucuggaugugguuggcucuggcgguccucucacauuuacauauucacag

dme-miR-1003-5p_MIMAT0020902

dme-miR-1003-3p_MIMAT0005016

..................................ucucacauuuacauaGucacag 1 1 seq

..................................ucAcacauuuacauauucacag 1 1 seq

..................................ucucacauuuacauauGcacag 1 1 seq

..................................ucucacauuuacauauucacaA 13 1 seq

..................................ucucacauuuacauauucaUag 1 1 seq

..................................ucucacauuuacauauCcacag 2 1 seq

..................................ucucacauuuacauauucacCg 2 1 seq

..................................ucucacauuuacauauuAacag 1 1 seq

..................................ucucCcauuuacauauucacag 1 1 seq

..................................uAucacauuuacauauucacag 1 1 seq

..................................ucucacauuuacauauucacGg 1 1 seq

..................................ucucacauuuacaAauucacag 3 1 seq

..................................ucCcacauuuacauauucacag 4 1 seq

..................................ucucacauuuacGuauucacag 1 1 seq

..................................ucucacauCuacauauucacag 1 1 seq

..................................ucucacauuuacauGuucacag 2 1 seq

..................................ucucacauuCacauauucacag 1 1 seq

..................................ucucacauuuaAauauucacag 2 1 seq

..................................ucucacauuuacaCauucacag 2 1 seq

..................................Gcucacauuuacauauucacag 3 1 seq

..................................ucucacauuuacauauucacag 1080 0 seq

..................................ucucacaCuuacauauucacag 1 1 seq

..................................ucucacauuuGcauauucacag 1 1 seq

..................................ucucacauuuacauCuucacag 2 1 seq

..................................ucucacauuuacaGauucacag 1 1 seq

..................................ucucacauuuacauauucacaC 21 1 seq

..................................ucucacauuuacauauucCcag 1 1 seq

..................................ucucacauuuacauauucGcag 1 1 seq

..................................Acucacauuuacauauucacag 11 1 seq

..................................ucucacauuuacauaCucacag 3 1 seq

..................................ucuUacauuuacauauucacag 2 1 seq

..................................ucucacauuuacauauucUcag 1 1 seq

..................................ucucGcauuuacauauucacag 2 1 seq

..................................ucucacauuuacauauAcacag 1 1 seq

..................................ucucacauuuacauauucacaU 6 1 seq

..................................uUucacauuuacauauucacag 2 1 seq

..................................ucucacauuuacauaAucacag 2 1 seq

..................................ucucacGuuuacauauucacag 2 1 seq

...................................cucacauuuacauauucac.. 1 0 seq

...................................cucacauuuacauGuucacag 1 1 seq

...................................cucacauuuacauauucacag 13 0 seq


