
miRBase precursor : dme-mir-1001_MI0005863
Total read count : 39
dme-miR-1001-5p_MIMAT0005521 read count: 39
remaining reads : 0
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dme-miR-1001-5p_MIMAT0005521

aagcuggccugucccuggguaaacucccaaggaucagguggagauugaaucccgauccuuggguuucugcucucgggcaaggucaguagu -3'5'- exp

..((((((((((((..(((((....((((((((((.((............)).))))))))))....)))))..)))).))))))))... reads mm sample

...............uggguaaacucccaaggaAc....................................................... 1 1 seq

...............uggguaaacucccaagCauca...................................................... 1 1 seq

...............uggguaaacucccaaggaucG...................................................... 1 1 seq

...............uggguaaacucccaaAgauca...................................................... 1 1 seq

...............uggguaaacucccCaggauca...................................................... 1 1 seq

...............uggguaaacucccaagAauca...................................................... 1 1 seq

...............uggguaaacucccaaCgauca...................................................... 1 1 seq

...............uggguaaacucccaaggauca...................................................... 19 0 seq

...............uggguaaacucccaaggUuca...................................................... 1 1 seq

...............uggguaaacucccaaggaucag..................................................... 4 0 seq

...............uggguaaacucccaaggaucaA..................................................... 1 1 seq

...............uggguaaacucccaaggaucagg.................................................... 5 0 seq

...............uggguaaacAcccaaggaucagg.................................................... 1 1 seq

...............uggguaaacucccaaggaucaggu................................................... 1 0 seq


