
miRBase precursor : dme-mir-1000_MI0005862
Total read count : 966
dme-miR-1000-5p_MIMAT0005520 read count: 840
dme-miR-1000-3p_MIMAT0020900 read count: 124
remaining reads : 2
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dme-miR-1000-5p_MIMAT0005520

dme-miR-1000-3p_MIMAT0020900

gacgcuugccauugauauuguccugucacagcaguauuguaacacuauauuauaguuuacugcugggucggggcauuaacauuguugagcgucauuagca -3'5'- exp

(((((((..((.((.((.(((((((.(.((((((((((((((.......)))))))..))))))).).))))))).)).)).))..)))))))....... reads mm sample

..............auauuguccugucacagca................................................................... 1 0 seq

..............auauuguccugucacagcag.................................................................. 20 0 seq

..............auauuguccugucacaAcagu................................................................. 1 1 seq

..............auauuguccugucacagcagu................................................................. 166 0 seq

..............auauuguccugucacagcagA................................................................. 1 1 seq

..............auauuguccugucacCgcagu................................................................. 1 1 seq

..............auaCuguccugucacagcagu................................................................. 1 1 seq

..............auauuguccuguGacagcagua................................................................ 1 1 seq

..............Guauuguccugucacagcagua................................................................ 1 1 seq

..............auauuguccugucacagcaCua................................................................ 1 1 seq

..............auGuuguccugucacagcagua................................................................ 2 1 seq

..............auauuguccugAcacagcagua................................................................ 1 1 seq

..............auauuguccugucacagcagua................................................................ 556 0 seq

..............auauugAccugucacagcagua................................................................ 1 1 seq

..............auauugGccugucacagcagua................................................................ 2 1 seq

..............auauuguccugucacagGagua................................................................ 2 1 seq

..............auauuguccugucacagcaguU................................................................ 1 1 seq

..............auauuguccugucacagcCgua................................................................ 3 1 seq

..............auCuuguccugucacagcagua................................................................ 3 1 seq

..............auauuguccugucacagcaguC................................................................ 1 1 seq

..............auauuguccugucGcagcagua................................................................ 1 1 seq

..............auauuguccugucacagcGgua................................................................ 2 1 seq

..............auauuguccugucacagcaguG................................................................ 2 1 seq

..............auauuguUcugucacagcagua................................................................ 1 1 seq

..............auauuguccuUucacagcagua................................................................ 2 1 seq

..............auauuUuccugucacagcagua................................................................ 2 1 seq

..............auauuguccugucaUagcagua................................................................ 1 1 seq

..............auauuguccugucacagcagAa................................................................ 1 1 seq

..............auauuguccugucacagcagCa................................................................ 2 1 seq

..............auauuguccugucCcagcagua................................................................ 1 1 seq

..............auauuAuccugucacagcagua................................................................ 1 1 seq

..............auauCguccugucacagcagua................................................................ 1 1 seq

..............auauuguAcugucacagcagua................................................................ 1 1 seq

..............aGauuguccugucacagcagua................................................................ 1 1 seq



gacgcuugccauugauauuguccugucacagcaguauuguaacacuauauuauaguuuacugcugggucggggcauuaacauuguugagcgucauuagca

dme-miR-1000-5p_MIMAT0005520

dme-miR-1000-3p_MIMAT0020900

..............auauuguccCgucacagcagua................................................................ 4 1 seq

..............aCauuguccugucacagcagua................................................................ 2 1 seq

..............auauugCccugucacagcagua................................................................ 1 1 seq

..............auauuguccuCucacagcagua................................................................ 1 1 seq

..............auauuguccugucacagcaguaC............................................................... 2 1 seq

..............auauuguccugucacagcaguau............................................................... 3 0 seq

..............auauuguccugucacagcaguaA............................................................... 29 1 seq

...............uauuguccugucacagcag.................................................................. 1 0 seq

...............uauuguccugucacagcagu................................................................. 3 0 seq

...............uauuguccugucacagcagua................................................................ 6 0 seq

................auuguccugucacagcagua................................................................ 3 0 seq

....................................uuguaacacuauauuauaguuua......................................... 2 0 seq

..........................................................acugcugggucggggcauuaaca................... 1 0 seq

...........................................................cugcugggucggggcauu....................... 1 0 seq

...........................................................cugcugggucggggcauua...................... 1 0 seq

...........................................................cugcugggucggggcauuaa..................... 8 0 seq

...........................................................cugcugggucggggcauuaac.................... 30 0 seq

...........................................................cugcugggucggggcauuaaca................... 67 0 seq

...........................................................cugcugggucggggcCuuaaca................... 1 1 seq

...........................................................Augcugggucggggcauuaaca................... 12 1 seq

...........................................................cugcugggucggCgcauuaaca................... 1 1 seq

...........................................................cugcugggucggggAauuaaca................... 1 1 seq

...........................................................cugcuAggucggggcauuaaca................... 1 1 seq


