
Provisional ID : X_dna:chromosome_chromosome:BDGP6:X:1:23542271:1_REF_31052
Score total :       70.3
Score for star read(s) :        3.9
Score for read counts :       63.9
Score for mfe :        1.5
Score for randfold :        1.6
Score for cons. seed :       -0.6
Total read count :        137
Mature read count :        123
Loop read count :          0
Star read count :         14
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ccaugcuuuuauaauuauauuauauauaauagcacugcuggcucauugguacauuucauaaguaccuuaucaaauguuccaauggucgggcagagcuauuauuuguccaugu -3'5'- obs

ccaugcuuuuauaauuauauuauauauaauagcacugcuggcucauugguacauuucauaaguaccuuaucaaauguuccaauggucgggcagagcuauuauuuguccaugu exp

ccaugcuuuuauaauuauauuauauauaauagcacugcuggcucauugguacauuucauaaguaccuuaucaaauguuccaauggucgggcagagcuauuauuuguccaugu known

.((((....((((((...)))))).((((((((.(((((.(..((((((.((((((.(((((...))))).)))))).))))))..).))))).)))))))).....)))). reads mm sample

.....................................cuggcucauugguacauuuc....................................................... 1 0 seq

.....................................Auggcucauugguacauuuca...................................................... 1 1 seq

.....................................cuggcucauugguacauuuca...................................................... 5 0 seq

.....................................cuggcucauugguacauuucau..................................................... 7 0 seq

......................................................................caaauguuccaauggucg........................ 16 0 seq

......................................................................caaauguuccaauggucggg...................... 1 0 seq

......................................................................caaauguuccaauggucgggc..................... 5 0 seq

......................................................................caaauguuccaauggucgggcU.................... 2 1 seq

......................................................................caaauUuuccaauggucgggca.................... 1 1 seq

......................................................................caaauguuccaauggGcgggca.................... 2 1 seq

......................................................................caaauguuccaauggucgggca.................... 90 0 seq

......................................................................caaauguuccaauggucgggcaA................... 4 1 seq

......................................................................caaauguuccaauggucgggcaC................... 1 1 seq

.......................................................................aaauguuccaauggucgggca.................... 1 0 seq


