
Provisional ID : X_dna:chromosome_chromosome:BDGP6:X:1:23542271:1_REF_28014
Score total :      158.6
Score for star read(s) :        3.9
Score for read counts :      149.5
Score for mfe :        0.6
Score for randfold :        1.6
Score for cons. seed :          3
Total read count :        305
Mature read count :        295
Loop read count :          0
Star read count :         10
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caauauugaauuuuugauuuuaaacacuuccuacauccuguauguguuuugcauccgguacagaugugggagucguuugcacucagagauuucacagaauucgaggaucga exp

caauauugaauuuuugauuuuaaacacuuccuacauccuguauguguuuugcauccgguacagaugugggagucguuugcacucagagauuucacagaauucgaggaucga known

.......((((((((((.(.((((((((.((((((((.((((((((.....)))...)))))))))))))))).))))).).))))))))))........(((.....))) reads mm sample

...................uuaaacacuuccuacauccug....................................................................... 1 0 seq

...................uuaaacacuuccuacauccugu...................................................................... 4 0 seq

...................Auaaacacuuccuacauccugu...................................................................... 1 1 seq

...................uuaaacacuuccuacauccugua..................................................................... 14 0 seq

...................uuaaacacuuccuacauccuguau.................................................................... 2 0 seq

....................uaaacacuuccuacauccugu...................................................................... 7 0 seq

....................Aaaacacuuccuacauccugua..................................................................... 3 1 seq

....................uaaacacuuccAacauccugua..................................................................... 1 1 seq

....................uaaacacuuccuacauccugua..................................................................... 33 0 seq

....................uaaacacuuccuacauAcuguau.................................................................... 1 1 seq

....................uaaacacuuccAacauccuguau.................................................................... 1 1 seq

....................uaaGcacuuccuacauccuguau.................................................................... 1 1 seq

....................uaaacacAuccuacauccuguau.................................................................... 1 1 seq

....................uaaacacuuccuacauccuguau.................................................................... 210 0 seq

....................uaaacacuuccuacaAccuguau.................................................................... 2 1 seq

....................uaaacacuuccuacauccuguaG.................................................................... 1 1 seq

....................uaaacacuuUcuacauccuguau.................................................................... 1 1 seq

....................uaaacacuuccuGcauccuguau.................................................................... 1 1 seq

....................uaaacacuuccuacauccuAuau.................................................................... 1 1 seq

....................uaaacacuuccuacGuccuguau.................................................................... 1 1 seq

....................uaaacacuuccuacauccuguaN.................................................................... 4 1 seq

....................Gaaacacuuccuacauccuguau.................................................................... 2 1 seq

.....................Uaacacuuccuacauccugua..................................................................... 1 1 seq

........................cacuuccuacauccuguau.................................................................... 1 0 seq

...........................................................acagaugGgggagucguuugc............................... 1 1 seq

...........................................................acagaugugggagucguuugc............................... 3 0 seq

...........................................................acagaugugggagucguuugca.............................. 3 0 seq

............................................................cagaugugggagucguuugca.............................. 2 0 seq

............................................................cagaugugggagucguuugcaA............................. 1 1 seq


