
Provisional ID : X_dna:chromosome_chromosome:BDGP6:X:1:23542271:1_REF_28003
Score total :      -21.9
Score for star read(s) :       -1.3
Score for read counts :          0
Score for mfe :      -17.8
Score for randfold :       -2.2
Score for cons. seed :       -0.6
Total read count :        188
Mature read count :        188
Loop read count :          0
Star read count :          0
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uugugauuuugcgcuaaacaucugcuuuuaacaucagaauauacuucacuuuaccgucgucgacuuuucgugguuggugguugaacuucgauuuuaaguauuuaaauaaaa -3'5'- exp

uugugauuuugcgcuaaacaucugcuuuuaacaucagaauauacuucacuuuaccgucgucgacuuuucgugguuggugguugaacuucgauuuuaaguauuuaaauaaaa known

..(((......)))........(((((.....(((.(((......(((((..((((.((.........)))))).)))))......))))))...)))))........... reads mm sample

....................................................................cgugguuggugguugaacuucgauu.................. 1 0 seq

....................................................................cgugguuggugguugaacuucgauuu................. 1 0 seq

......................................................................uCguuggugguugaacuucg..................... 1 1 seq

......................................................................ugguuggugguugaacuucga.................... 29 0 seq

......................................................................ugguuggugguugaUcuucga.................... 1 1 seq

......................................................................ugguuggugguugaacuucgau................... 21 0 seq

......................................................................ugguuggugguugaacuucgauu.................. 16 0 seq

......................................................................ugguuggugguugaacAucgauu.................. 1 1 seq

......................................................................ugguuggugguugaacuucgauuu................. 22 0 seq

......................................................................ugguuggugguugGacuucgauuu................. 1 1 seq

......................................................................ugguuggugguugaacuucgCuuuu................ 2 1 seq

......................................................................ugguuggCgguugaacuucgauuuu................ 1 1 seq

......................................................................ugguuggugguugaacuucgauuuA................ 1 1 seq

......................................................................ugguuggugguuAaacuucgauuuu................ 1 1 seq

......................................................................ugguuggugguugaacuucgauuuu................ 79 0 seq

......................................................................ugguuggugguugaacuucgUuuuu................ 1 1 seq

......................................................................ugguugguggAugaacuucgauuuu................ 1 1 seq

......................................................................ugguuggugguugaGcuucgauuuu................ 2 1 seq

......................................................................uggCuggugguugaacuucgauuuu................ 1 1 seq

......................................................................ugguugguggCugaacuucgauuuu................ 1 1 seq

......................................................................ugguuggugguugGacuucgauuuu................ 1 1 seq

......................................................................ugguuggugguugaacuucgauuuuU............... 2 1 seq

......................................................................ugguuggugguugaacuucgauuuuC............... 1 1 seq


