
Provisional ID : 3R_dna:chromosome_chromosome:BDGP6:3R:1:32079331:1_REF_25814
Score total :        0.4
Score for star read(s) :       -1.3
Score for read counts :          0
Score for mfe :        0.9
Score for randfold :       -2.2
Score for cons. seed :          3
Total read count :         58
Mature read count :         58
Loop read count :          0
Star read count :          0
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gagaacggaccgaagcccaccgugcuggagaggugaguuucguacacuuaauuaauaggaucggccguuaauaaaaguaugccgaacucgcaggcgacggaugcgcgaucacc -3'5'- exp

gagaacggaccgaagcccaccgugcuggagaggugaguuucguacacuuaauuaauaggaucggccguuaauaaaaguaugccgaacucgcaggcgacggaugcgcgaucacc known

((...((.((((..(((..((.....))....((((((((.(((.((((.((((((.((.....))))))))..)))).))).)))))))).)))..))).).))...))... reads mm sample

.....................................................................aauaaaaguaugccgaacucgc...................... 3 0 seq

......................................................................auaaaaguaugccgaacucg....................... 4 0 seq

......................................................................auaaaaguaugccgaGcucgc...................... 1 1 seq

......................................................................auaaaaAuaugccgaacucgc...................... 1 1 seq

......................................................................auaaaaguaugccgaCcucgc...................... 1 1 seq

......................................................................auaaaaguaugccgaacucgc...................... 16 0 seq

......................................................................auaaaaguaugccgaacucgca..................... 1 0 seq

......................................................................auaaaaguaugccgaacucgcag.................... 19 0 seq

......................................................................auaaaaguaugccgaGcucgcag.................... 1 1 seq

......................................................................auaaaaguaugccgaacucgcagU................... 3 1 seq

.......................................................................uaaaaguaugccgaacucgcag.................... 5 0 seq

.......................................................................uaaaaguaugccgaacucgcagU................... 2 1 seq

........................................................................aaaaguaugccgaacucgcag.................... 1 0 seq


