
Provisional ID : 3R_dna:chromosome_chromosome:BDGP6:3R:1:32079331:1_REF_22267
Score total :       22.4
Score for star read(s) :        3.9
Score for read counts :       12.4
Score for mfe :        1.5
Score for randfold :        1.6
Score for cons. seed :          3
Total read count :         36
Mature read count :         33
Loop read count :          0
Star read count :          3
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ccaucuuccgaccggcgaucaguaagugcaccagauugggaauaaccuucaaaagcugcaacuuaaauauucccaguaauguccacuuacaaggagccccugguuggaugg -3'5'- obs

ccaucuuccgaccggcgaucaguaagugcaccagauugggaauaaccuucaaaagcugcaacuuaaauauucccaguaauguccacuuacaaggagccccugguuggaugg exp

ccaucuuccgaccggcgaucaguaagugcaccagauugggaauaaccuucaaaagcugcaacuuaaauauucccaguaauguccacuuacaaggagccccugguuggaugg known

(((...(((((((((.(.((.(((((((.((...((((((((((.......................))))))))))...)).)))))))...))..).)))))))))))) reads mm sample

.....................guaagugcaccagauAgggaa..................................................................... 1 1 seq

.....................guaagugcaccagauugggaa..................................................................... 2 0 seq

.....................................................................uucccaguaauguccacuuaca.................... 1 0 seq

.....................................................................uucccaguaauguccacuuacaa................... 1 0 seq

.....................................................................Aucccaguaauguccacuuacaag.................. 1 1 seq

......................................................................ucccaguaauguccacuuaca.................... 4 0 seq

......................................................................ucccaguaauguccacuuacaa................... 7 0 seq

......................................................................ucccagAaauguccacuuacaa................... 1 1 seq

......................................................................ucccaguaauguGcacuuacaa................... 1 1 seq

......................................................................ucccaguaauguccacuuaUaa................... 1 1 seq

......................................................................ucccaguaaugucUacuuacaag.................. 1 1 seq

......................................................................ucccaguaauguccacuuacaag.................. 13 0 seq

......................................................................ucccaguaauguccacuuacaagU................. 2 1 seq


