
Provisional ID : 3L_dna:chromosome_chromosome:BDGP6:3L:1:28110227:1_REF_16472
Score total :      109.4
Score for star read(s) :        3.9
Score for read counts :       99.5
Score for mfe :        1.4
Score for randfold :        1.6
Score for cons. seed :          3
Total read count :        207
Mature read count :        205
Loop read count :          0
Star read count :          2
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ugccacuucgaaucgaagaacugagaucgauuggugcauagauaucaggagaacccacucaauuuaacucuagcaccauucgaaaucagugcuuuugauaagaaacaaucagc -3'5'- obs

ugccacuucgaaucgaagaacugagaucgauuggugcauagauaucaggagaacccacucaauuuaacucuagcaccauucgaaaucagugcuuuugauaagaaacaaucagc exp

ugccacuucgaaucgaagaacugagaucgauuggugcauagauaucaggagaacccacucaauuuaacucuagcaccauucgaaaucagugcuuuugauaagaaacaaucagc known

......(((..(((((((.(((((..((((.((((((.((((......(((......)))........)))))))))).))))..)))))..)))))))..)))......... reads mm sample

..................aacCgagaucgauuggugcau.......................................................................... 1 1 seq

...................acugagaucgauuggugcauaga....................................................................... 1 0 seq

.....................................................................Auagcaccauucgaaaucagugcu.................... 1 1 seq

......................................................................uagcaccauucgaaaucagu....................... 3 0 seq

......................................................................uagcaccauucgaaaucagug...................... 5 0 seq

......................................................................uagcaccauucgaaaucagugU..................... 1 1 seq

......................................................................uagcaccauucAaaaucagugc..................... 1 1 seq

......................................................................uaAcaccauucgaaaucagugc..................... 1 1 seq

......................................................................uagcaccauuAgaaaucagugc..................... 1 1 seq

......................................................................uagcaccauucgaaaCcagugc..................... 1 1 seq

......................................................................uagcaccUuucgaaaucagugc..................... 1 1 seq

......................................................................uagcaccauucgaaaucagugc..................... 17 0 seq

......................................................................uagcaccauucgaaaucaCugcu.................... 2 1 seq

......................................................................uagcaccauucgaaaucagAgcu.................... 1 1 seq

......................................................................uagcaccaCucgaaaucagugcu.................... 2 1 seq

......................................................................uagcGccauucgaaaucagugcu.................... 1 1 seq

......................................................................uagcaccauucgaaaucagugUu.................... 1 1 seq

......................................................................uagcaccauucgaaaucagCgcu.................... 2 1 seq

......................................................................uagcaccauucgaaaucaguAcu.................... 1 1 seq

......................................................................uagcaccauucgaaCucagugcu.................... 3 1 seq

......................................................................uagAaccauucgaaaucagugcu.................... 1 1 seq

......................................................................uagcaccaAucgaaaucagugcu.................... 1 1 seq

......................................................................uagcaAcauucgaaaucagugcu.................... 1 1 seq

......................................................................uagcaccauucgaaaCcagugcu.................... 1 1 seq

......................................................................uagcaccauucgaaaucagugcu.................... 142 0 seq

......................................................................uagcaccauucgCaaucagugcu.................... 1 1 seq

......................................................................uagcaccauucgaaaAcagugcu.................... 2 1 seq

......................................................................uagcaccauucgaaaucagugcA.................... 4 1 seq

......................................................................uagcaGcauucgaaaucagugcu.................... 1 1 seq

......................................................................uagcaccauucgaaaucagugcC.................... 3 1 seq

......................................................................uagcaUcauucgaaaucagugcu.................... 1 1 seq

......................................................................uagcaccauucgaaaucagugcuu................... 1 0 seq



ugccacuucgaaucgaagaacugagaucgauuggugcauagauaucaggagaacccacucaauuuaacucuagcaccauucgaaaucagugcuuuugauaagaaacaaucagc

MatureStar

......................................................................uagcaccauucgaaaucagugcuA................... 1 1 seq


