
Provisional ID : 3L_dna:chromosome_chromosome:BDGP6:3L:1:28110227:1_REF_12725
Score total :       48.4
Score for star read(s) :        3.9
Score for read counts :       38.9
Score for mfe :        1.1
Score for randfold :        1.6
Score for cons. seed :          3
Total read count :         88
Mature read count :         82
Loop read count :          1
Star read count :          5
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ugugcccuuauuaugguugggauuuuuuagaucagcaguuauugcuauauagccauauuuauaaaucuucuacuggccuacuaagucccaacauaaugagaguaaaaaccac -3'5'- obs

ugugcccuuauuaugguugggauuuuuuagaucagcaguuauugcuauauagccauauuuauaaaucuucuacuggccuacuaagucccaacauaaugagaguaaaaaccac exp

ugugcccuuauuaugguugggauuuuuuagaucagcaguuauugcuauauagccauauuuauaaaucuucuacuggccuacuaagucccaacauaaugagaguaaaaaccac known

..(((.(((((((((.(((((((((..(((..(((.((.(((.(((....))).)))............)).)))..)))..)))))))))))))))))).)))........ reads mm sample

..............gguugggauuuuuuagaucagca........................................................................... 1 0 seq

..............gguugggauuuuuuagaucagcaA.......................................................................... 1 1 seq

................uugggauuuuuuagaucagca........................................................................... 1 0 seq

................uugAgauuuuuuagaucagca........................................................................... 1 1 seq

................uugggauuuuuuagaucagcag.......................................................................... 3 0 seq

.......................................uauugcuauauagccauauuu.................................................... 1 0 seq

......................................................................uacuggccuacuaaguccc....................... 1 0 seq

......................................................................uacuggccuacuaaguccca...................... 7 0 seq

......................................................................uacugCccuacuaaguccca...................... 1 1 seq

......................................................................uacuggccuacuaagCcccaa..................... 1 1 seq

......................................................................uacuggccuacuaagucccaa..................... 10 0 seq

......................................................................uacuggccuacuaagucccaac.................... 20 0 seq

......................................................................uacugCccuacuaagucccaac.................... 1 1 seq

......................................................................uacuggccuacuaaguUccaac.................... 1 1 seq

......................................................................uGcuggccuacuaagucccaac.................... 1 1 seq

......................................................................uacuggccuacuaagucccaaA.................... 2 1 seq

......................................................................uacGggccuacuaagucccaac.................... 1 1 seq

......................................................................uCcuggccuacuaagucccaac.................... 1 1 seq

......................................................................Aacuggccuacuaagucccaac.................... 7 1 seq

......................................................................uacuggccuacuaagAcccaac.................... 1 1 seq

.......................................................................acuggccuacuaaguccca...................... 3 0 seq

.......................................................................acuggccuacuaagucccaac.................... 1 0 seq

.......................................................................acuggccuacuaagucccGaca................... 1 1 seq

.......................................................................acuggccuacuaagucccUaca................... 1 1 seq

.......................................................................acuggccuacuaagucccaaca................... 14 0 seq

.......................................................................acuggccuacuaagucccaacU................... 1 1 seq

.......................................................................acuggccuacuaagucccaacau.................. 6 0 seq


