
Provisional ID : 3L_dna:chromosome_chromosome:BDGP6:3L:1:28110227:1_REF_12340
Score total :      159.4
Score for star read(s) :        3.9
Score for read counts :      152.6
Score for mfe :        1.9
Score for randfold :        1.6
Score for cons. seed :       -0.6
Total read count :        311
Mature read count :        309
Loop read count :          0
Star read count :          2
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auccuguguugcaguuucguuuugugaccgacacuaacggguaauuguuuggccgccaggauuacucguuuuugcgaucacaaauuaugaaauugcagcaaaacucaac -3'5'- obs

auccuguguugcaguuucguuuugugaccgacacuaacggguaauuguuuggccgccaggauuacucguuuuugcgaucacaaauuaugaaauugcagcaaaacucaac exp

auccuguguugcaguuucguuuugugaccgacacuaacggguaauuguuuggccgccaggauuacucguuuuugcgaucacaaauuaugaaauugcagcaaaacucaac known

......(((((((((((((((((((((.((.((..(((((((((((..((((...)))))))))))))))..)))).)))))))..))))))))))))))......... reads mm sample

..................guuuugugaccgacacuaacgggu................................................................... 1 0 seq

....................uuugugaccgacacuaacA...................................................................... 1 1 seq

....................uuugugaccgacacuaacg...................................................................... 5 0 seq

....................uuugugaccgacacuaacggg.................................................................... 7 0 seq

....................uuugugaccgacGcuaacggg.................................................................... 1 1 seq

....................uuugugaccgacacuGacgggu................................................................... 1 1 seq

....................uuuguUaccgacacuaacgggu................................................................... 1 1 seq

....................uuugugaccgacacuaacAggu................................................................... 1 1 seq

....................uuugugaccgacacuaacggCu................................................................... 1 1 seq

....................uuugugaccgacacuaacgggA................................................................... 1 1 seq

....................uuugugaccgacacuaacgggG................................................................... 1 1 seq

....................uuugugaccgacacuaacCggu................................................................... 1 1 seq

....................uuugugaccgacNcuaacgggu................................................................... 2 1 seq

....................uuugugaccgacacuaacgggu................................................................... 60 0 seq

....................uuugugaccgacacuaacgggua.................................................................. 136 0 seq

....................uuuguAaccgacacuaacgggua.................................................................. 1 1 seq

....................Auugugaccgacacuaacgggua.................................................................. 1 1 seq

....................uuugugaccgacacCaacgggua.................................................................. 1 1 seq

....................uuugugaccgacacuaacggguU.................................................................. 2 1 seq

....................uuugugaccgacacuCacgggua.................................................................. 1 1 seq

....................uuugugaccAacacuaacgggua.................................................................. 1 1 seq

....................uuugugaccgacacuUacgggua.................................................................. 1 1 seq

....................uuugugaccgacacuaacgggGa.................................................................. 1 1 seq

....................uuugugaccgacacuaacgggAa.................................................................. 5 1 seq

....................uuugugaccgacaUuaacgggua.................................................................. 1 1 seq

....................uuugugaccCacacuaacgggua.................................................................. 1 1 seq

....................uuugugaccgacNcuaacgggua.................................................................. 4 1 seq

....................uuuAugaccgacacuaacgggua.................................................................. 2 1 seq

....................uuugugaccgacacuaacgggAaa................................................................. 2 1 seq

....................uuugugaccgacacuaacggguaa................................................................. 25 0 seq

....................uuugugaccgacacuaacggguaU................................................................. 32 1 seq

....................uuugugaccgacacuaacggguaC................................................................. 4 1 seq



auccuguguugcaguuucguuuugugaccgacacuaacggguaauuguuuggccgccaggauuacucguuuuugcgaucacaaauuaugaaauugcagcaaaacucaac

Mature Star

....................uuugugaccgacacuaacgggCaa................................................................. 1 1 seq

....................uuugugaccgacacuaacggCuaa................................................................. 1 1 seq

.....................uugugaccgacacuaacgggu................................................................... 1 0 seq

.....................uuUugaccgacacuaacgggua.................................................................. 1 1 seq

................................................................cucguuuuugcgaucacaaauuau..................... 1 0 seq

................................................................cucguuuuugcgaucacaaauAau..................... 1 1 seq


