
Provisional ID : 2L_dna:chromosome_chromosome:BDGP6:2L:1:23513712:1_REF_2494
Score total :       51.6
Score for star read(s) :        3.9
Score for read counts :         43
Score for mfe :        0.2
Score for randfold :        1.6
Score for cons. seed :          3
Total read count :         96
Mature read count :         82
Loop read count :          0
Star read count :         14
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guaucuugucgacccgugucaacuuccaggugaguuugaaauugaaaugcguaaauuguuugguacaauuuaaauucgauuucuuauucauaggugcaauaccaguugaucuu exp

guaucuugucgacccgugucaacuuccaggugaguuugaaauugaaaugcguaaauuguuugguacaauuuaaauucgauuucuuauucauaggugcaauaccaguugaucuu known

.......((((((..((((..((((....((((((..(((((((((.....((((((((.....))))))))..)))))))))..))))))))))...))))..))))))... reads mm sample

.............................gugaguuugaaauugaaaugcg.............................................................. 1 0 seq

.............................gugaguuugaaauugaaaugcgu............................................................. 1 0 seq

.............................gugaguuugaaauugaaaugcgua............................................................ 5 0 seq

.............................gCgaguuugaaauugaaaugcguaa........................................................... 1 1 seq

.............................gugaguuugaaauugaaaugcguaa........................................................... 4 0 seq

.............................gugaguuugaaauugaaaugcguaaa.......................................................... 1 0 seq

..............................ugaguuugaaauugaaaugcguaa........................................................... 1 0 seq

.....................................................................uuaaauucgauuucuuauucau...................... 1 0 seq

......................................................................uaaauucgauAucuuauucau...................... 1 1 seq

......................................................................uaaauucgauuucuuauucau...................... 10 0 seq

......................................................................uaaauucgauuucuuauucaua..................... 6 0 seq

......................................................................uaaauucgauuucCuauucauag.................... 2 1 seq

......................................................................uaaauucgauuucuuGuucauag.................... 1 1 seq

......................................................................uaaauucgauuucuuauucauUg.................... 1 1 seq

......................................................................uaaauucgauuucuuauucauag.................... 55 0 seq

......................................................................uaaauucgauuucuuauucGuag.................... 1 1 seq

......................................................................uaaauucgauuucuuauuAauag.................... 1 1 seq

......................................................................uaaauucgauuucuuauucauaU.................... 1 1 seq

......................................................................uaaauucgauuucuuaCucauag.................... 1 1 seq

......................................................................uaaauucgauuucuuauucauagU................... 1 1 seq


