
Provisional ID : 2L_dna:chromosome_chromosome:BDGP6:2L:1:23513712:1_REF_208
Score total :       88.8
Score for star read(s) :        3.9
Score for read counts :       79.1
Score for mfe :        1.1
Score for randfold :        1.6
Score for cons. seed :          3
Total read count :        167
Mature read count :        128
Loop read count :          0
Star read count :         39
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uucgauggggcacucaggcuauaagguagagaaauugaugcugucuacacuauucagacuucaguuucauuaccuuucaauuuguuugcccccaugcaacagugauaguaguga -3'5'- obs

uucgauggggcacucaggcuauaagguagagaaauugaugcugucuacacuauucagacuucaguuucauuaccuuucaauuuguuugcccccaugcaacagugauaguaguga exp

uucgauggggcacucaggcuauaagguagagaaauugaugcugucuacacuauucagacuucaguuucauuaccuuucaauuuguuugcccccaugcaacagugauaguaguga known

......((((((..((((....(((((((.((((((((....((((.........)))).)))))))).)))))))....))))..))))))...................... reads mm sample

.ucgauggggcacucaggcu.............................................................................................. 2 0 seq

....................auaagguagagaaauuga............................................................................ 2 0 seq

....................auaagguagagaaauugaug.......................................................................... 1 0 seq

....................auaagguagagaaauugaugcu........................................................................ 3 0 seq

....................auaagguagagaaauugaugcug....................................................................... 8 0 seq

....................auaagguagagaaauugaugcGgu...................................................................... 1 1 seq

....................auGagguagagaaauugaugcugu...................................................................... 1 1 seq

....................auaagguagagaaauugaugcugu...................................................................... 35 0 seq

....................auaagguagagaaauugaCgcugu...................................................................... 1 1 seq

....................auaaggGagagaaauugaugcugu...................................................................... 1 1 seq

....................auaagguagagaaauugaugcuguU..................................................................... 1 1 seq

....................auaagguagagaaauuAaugcuguc..................................................................... 1 1 seq

....................auaagguagagaaauugaugcuguc..................................................................... 52 0 seq

....................auaagguagagaaauugaugcuguG..................................................................... 1 1 seq

....................auaagguagagaaauugaCgcuguc..................................................................... 1 1 seq

....................auaagguagagaaauuUaugcuguc..................................................................... 1 1 seq

....................auaagguagagaaauugaugcuguA..................................................................... 1 1 seq

....................auaagguagagaaauugauCcuguc..................................................................... 1 1 seq

....................aGaagguagagaaauugaugcuguc..................................................................... 1 1 seq

....................auaUgguagagaaauugaugcuguc..................................................................... 1 1 seq

....................auaagguagagaaauugaGgcuguc..................................................................... 1 1 seq

....................auaagguagagaaauugaugcugucu.................................................................... 11 0 seq

.....................uaagguagagaaauugaugcugucu.................................................................... 2 0 seq

.........................................................acuucaguuucauuaccuuuc.................................... 1 0 seq

.........................................................acuucaguuucauuaccuuuca................................... 24 0 seq

.........................................................Ucuucaguuucauuaccuuuca................................... 1 1 seq

.........................................................acuucaguuucauuaccCuuca................................... 1 1 seq

.........................................................acuucaguuucauuaccuuucaa.................................. 5 0 seq

..........................................................cuucaguuucauCaccuuucaa.................................. 1 1 seq

..........................................................cuucaguuucauuaccuuucaa.................................. 6 0 seq


